
1
0

1
0

1
81.4

0.62
7.09

1
367

Bacillus subtilis B4073 (GCA_000830715.1)6.33

Bacillus subtilis B4068 (GCA_000830635.1)5.67

1
118

1
201

Bacillus subtilis SRCM117797 (GCA_030028395.1)89.6

Bacillus subtilis FX-1 (GCA_022647025.1)90.4

1
218

1
33.6

Bacillus subtilis Fad 109 (GCA_007845115.1)47.4

Bacillus subtilis BS2022 (GCA_030769525.1)46.6

Bacillus subtilis ASM-1 (GCA_017599395.1)83.3

1
47.3

1
116

1
185

1
9.51

Bacillus subtilis TATVAM-FAB38 (GCA_046592455.1)1.11

Bacillus subtilis TATVAM-FAB91 (GCA_046588145.1)1.89

Bacillus subtilis SRCM103581 (GCA_004119655.1)13

1
36.6

Bacillus subtilis 1 (GCA_027497435.1)180

Bacillus subtilis B4070 (GCA_000830675.1)172

1
49.9

Bacillus subtilis Ta-OAT-35 (GCA_045836075.1)306

1
284

Bacillus subtilis B4067 (GCA_000828495.1)3.09

Bacillus subtilis B4145 (GCA_000830735.1)2.91

1
19.9

0.88
18.6

1
69.4

1
227

Bacillus subtilis B-41586 (GCA_035809115.1)130

Bacillus subtilis ProY_113 (GCA_043558625.1)137

Bacillus subtilis JS12 (GCA_022097155.1)368

Bacillus subtilis MBF10_19J (GCA_017901775.1)427

Bacillus subtilis ICS (GCA_040270045.1)458

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


