N) tree generated by a cgMLST analysis (based on 1342 loci)

10 Bacillus subtilis B-41275 (GCA_035809155.1)
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#LBacillus subtilis B-23974 (GCA_035809395.1)
#=Bacillus subtilis PS-218 (GCA_018122455.1)
i Ll Bacillus subtilis BIM B-569G (GCA_016894165.1)
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2%.Bacillus subtilis THO35 (GCA 016411915.1)
397 33'46_91 *"Bacillus subtilis B-356 (GCA_035814235.1)
TgBacillus subtilis CIP61.7 (GCA_965140155.1)
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w. L+Bacillus subtilis - (GCA_905319155.2)
Bacillus subtilis MB9_B4 (GCA_009662155.1)
Bacillus subtilis SRCM104005 (GCA_004101425.1)
27 o, 22Bacillus subtilis FJAT-14262a (GCA_001278955.1)
“Bacillus subtilis GRSW1-B1 (GCA_000982455.1)
**.Bacillus subtilis NPDC056378 (GCA_042262465.1)
1 2938.Bacillus subtilis NPDC056167 (GCA 042266245.1)
3?32250.06250-0312 Bacillus subtilis NPDC056168 (GCA_042264405.1)
W{‘;’Baciuus subtilis NPDC056012 (GCA_042274205.1)
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