Dendrogram of cgMLST analysis (based on 1342 loci)

 Bacillus subtilis PK5_17 (GCA_023521595.1)

L Bacillus subtilis PK5_52 (GCA_023521175.1)

— Bacillus subtilis BE27 (GCA_003931545.1)
Bacillus subtilis G11 (GCA_014046405.1)

Bacillus subtilis CRN 16 (GCA_013266935.1)
Bacillus subtilis PvP119 (GCA_040549285.1)
Bacillus subtilis PvP106 (GCA_040548925.1)
Bacillus subtilis EH5 (GCA_003833235.1)

Bacillus subtilis OSU1013-19 (GCA _029350925.1)
' Bacillus subtilis 0SU1015-21 (GCA_029350885.1)
Bacillus subtilis PK5_16 (GCA_023521475.1)
Bacillus subtilis ABP1 (GCA 009982935.1)
Bacillus subtilis 140B (GCA_004365735.1)
Bacillus subtilis B-23074 (GCA_035810195.1)

| Bacillus subtilis RO-NN-1 (GCA_000227485.1)

| Bacillus subtilis RO-NN-1 (GCA_024917175.1)
Bacillus subtilis B-23067 (GCA_035810255.1)
Bacillus subtilis 21A1 (GCA 026790755.1)
Bacillus subtilis B-23070 (GCA_035810155.1)
Bacillus subtilis 98-5 (GCA_026790895.1)

| p—

1000 750 500 250 0



