
1
0

1
0

Bacillus subtilis B-23071 (GCA_035810175.1)15.1

1
11

0.97
3.33

0.83
0.548

0.96
0.0179

0.96
0

Bacillus subtilis 168 (GCA_000009045.1)0

Bacillus subtilis - (GCA_041053155.1)0

Bacillus subtilis 168 (GCA_964017255.1)0

Bacillus subtilis 168G (GCA_001703495.1)0.982

0.88
1.45

Bacillus subtilis 168 (GCA_000789275.1)0.0588

Bacillus subtilis SP1 (GCA_013388335.1)0.941

0.67
0.906

0.84
1.72

Bacillus subtilis MBL_J17 (GCA_042860965.1)0.0729

0.93
2.93

Bacillus subtilis 168 (GCA_002009095.1)0.0139

Bacillus subtilis 168 (GCA_002009135.1)0.986

0.56
0.309

0.84
1.04

Bacillus subtilis BS34A (GCA_000952895.1)1

Bacillus subtilis BS49 (GCA_000953615.1)1

0.68
0.913

Bacillus subtilis 168(rho6) (GCA_015645705.1)1.93

0.57
0.0599

Bacillus subtilis 168(rho14) (GCA_015645655.1)1.99

0.91
1.01

Bacillus subtilis Z1 (GCA_026799655.1)0.992

0.58
0.00781

Bacillus subtilis 1A1 (GCA_015070995.1)0

0.53
0

Bacillus subtilis 168 (GCA_032681245.1)0

0.53
0

Bacillus subtilis - (GCA_034377505.1)0

0.53
0

Bacillus subtilis - (GCA_040008285.1)0

Bacillus subtilis - (GCA_040008305.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


