Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis B-3282 (GCA_035812975.1)
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Bacillus subtilis RA15 (GCA_034259385.1)
Bacillus subtilis YBS29 (GCA_023518255.2)
Bacillus subtilis WS1A (GCA_013186645.1)
Bacillus subtilis FH1 (GCA_012028945.1)

Bacillus subtilis HMNig-2 (GCA _009497815.1)
Bacillus subtilis RC 25 (GCA _004103895.1)
Bacillus subtilis G11 (GCA_014046405.1)

Bacillus subtilis DH12 (GCA 003990435.1)
Bacillus subtilis EH11 (GCA 003833295.1)
Bacillus subtilis OSU1013-19 (GCA_029350925.1)
Bacillus subtilis OSU1015-21 (GCA_029350885.1)
Bacillus subtilis Y3 (GCA 001661555.1)

Bacillus subtilis PvP119 (GCA 040549285.1)
Bacillus subtilis PvP106 (GCA_040548925.1)
Bacillus subtilis EH5 (GCA_003833235.1)
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