
1
0

1
0

1
99.3

0.96
46.9

Bacillus subtilis B-23067 (GCA_035810255.1)445

1
459

Bacillus subtilis RO-NN-1 (GCA_024917175.1)1.32

Bacillus subtilis RO-NN-1 (GCA_000227485.1)1.68

0.51
17.8

1
128

Bacillus subtilis 21A1 (GCA_026790755.1)363

Bacillus subtilis B-23070 (GCA_035810155.1)367

Bacillus subtilis 98-5 (GCA_026790895.1)494

1
56.6

Bacillus subtilis B-23074 (GCA_035810195.1)538

1
44

1
493

1
14.9

0.61
0.467

Bacillus subtilis P5_B1 (GCA_009662355.1)0

Bacillus subtilis G2S2 (GCA_030123085.1)0

0.61
0.533

Bacillus subtilis C1_13 (GCA_030122865.1)0

Bacillus subtilis C1_9 (GCA_030122885.1)0

Bacillus subtilis B4143 (GCA_000832195.1)17.1

0.71
15.5

0.88
15.9

Bacillus subtilis BD-616 (GCA_035822335.1)467

1
56.2

Bacillus subtilis PK5_26 (GCA_003600785.1)437

Bacillus subtilis TE3T-UV25 (GCA_041344815.1)422

0.28
1.87

0.53
7.34

1
184

Bacillus subtilis BE27 (GCA_003931545.1)281

1
274

Bacillus subtilis PK5_17 (GCA_023521595.1)5.14

Bacillus subtilis PK5_52 (GCA_023521175.1)6.86

Bacillus subtilis B-3282 (GCA_035812975.1)472

Bacillus subtilis TATVAM-FAB3 (GCA_046592855.1)504

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


