Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis RHF2 (GCA_016774345.1)
Bacillus subtilis PY79 (GCA_000497485.1)
Bacillus subtilis PY79 (GCA_008682315.1)
Bacillus subtilis PY79 (GCA_040571395.1)
Bacillus subtilis PY79 (GCA 009741365.1)
Bacillus subtilis OGU1 (GCA_003336895.2)
Bacillus subtilis KO7 (GCA_015070965.1)
Bacillus subtilis QB928 (GCA 000293765.1)
Bacillus subtilis 168 (GCA 032681245.1)
Bacillus subtilis 1A1 (GCA_015070995.1)
Bacillus subtilis - (GCA_034377505.1)

Bacillus subtilis 168(rho6) (GCA 015645705.1)
Bacillus subtilis B-4221 (GCA 035812545.1)
Bacillus subtilis UV3-144 (GCA_025367415.1)
Bacillus subtilis UV3-94 (GCA 025367495.1)
Bacillus subtilis B-642 (GCA_035813835.1)
Bacillus subtilis B-4219 (GCA_035812615.1)
Bacillus subtilis 168 (GCA 000789295.1)
Bacillus subtilis CU1065(Z) (GCA_015645725.1)
Bacillus subtilis CU1050 (GCA_001541905.1)



