NJ tree generated by a cgMLST analysis (based on 2602 loci)

®7.Bacillus amyloliquefaciens SQ-2 (GCA_019459645.1)

®2LBacillus amyloliquefaciens NRS-789 (GCA 036221865.1)
=Bacillus amyloliquefaciens NRS-1125 (GCA_036208815.1)
=Bacillus amyloliquefaciens B-645 (GCA_035813795.1)
“Bacillus amyloliquefaciens Fad 82 (GCA_007845085.1)

178

}—'LO

675 ¥5.Bacillus amyloliquefaciens SRCM101267 (GCA_002173635.1)

1agBacillus amyloliquefaciens SRCM101266 (GCA_001672615.1)
2%.Bacillus amyloliquefaciens DSM 7 (GCA_000196735.1)

Bacillus amyloliguefaciens CIP103265T (GCA 965136255.1)

=Bacillus amyloliquefaciens - (GCA_030268785.1)

Bacillus amyloliquefaciens B-3070 (GCA_035813115.1)

74.9) 25.Bacillus amyloliquefaciens B-14460 (GCA_035811715.1)

107

D—‘lo

g 513.5 “+Bacillus amyloliquefaciens HK1 (GCA_004006115.1)

l%@:Bacillus amyloliquefaciens B-14397 (GCA_035811775.1)
—LBacillus amyloliquefaciens 205 (GCA_013328835.1)
148, **LBacillus amyloliquefaciens KCP2 (GCA_002224045.1)

Bacillus amyloliquefaciens B-14396 (GCA 035811835.1)

Bacillus amyloliquefaciens B-3697 (GCA_035812755.1)
—Bacillus amyloliquefaciens B-3696 (GCA_035812795.1)
Bacillus amyloliquefaciens ATCC 23842 (GCA_031317035.1)

7.41
0.71




