Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis - (GCA_001286885.1)

Bacillus subtilis - (GCA 001286745.1)

Bacillus subtilis - (GCA 001286845.1)

Bacillus subtilis DH12 (GCA_003990435.1)
Bacillus subtilis EH11 (GCA 003833295.1)
Bacillus subtilis PK5 17 (GCA 023521595.1)
Bacillus subtilis PK5_52 (GCA_023521175.1)
Bacillus subtilis FH1 (GCA 012028945.1)

Bacillus subtilis B15M1-4W (GCA_030519455.1)
Bacillus subtilis B-360 (GCA_035814195.1)
Bacillus subtilis DSM 5611 (GCA 029536975.2)
Bacillus subtilis BSP4 (GCA 002865715.1)
Bacillus subtilis - (GCA_905315025.2)

Bacillus subtilis X0416 (GCA_024128815.1)
Bacillus subtilis B-3279 (GCA_035813095.1)
Bacillus subtilis ZJ20 (GCA_030909955.1)
Bacillus subtilis OSU1013-19 (GCA_029350925.1)
Bacillus subtilis OSU1015-21 (GCA 029350885.1)
Bacillus subtilis HMNig-2 (GCA 009497815.1)
Bacillus subtilis RC 25 (GCA_004103895.1)



