
1
0

1
0

Bacillus subtilis BSP4 (GCA_002865715.1)498

0.79
10.5

0.39
4.02

0.66
9.61

0.46
5.98

Bacillus subtilis BD-616 (GCA_035822335.1)439

1
30.1

1
426

Bacillus subtilis 7702 (GCA_002272405.1)6.68

Bacillus subtilis 7772 (GCA_002271425.1)7.32

1
453

Bacillus subtilis S3B (GCA_012029855.1)25.7

Bacillus subtilis SB8 (GCA_040673955.1)33.3

Bacillus subtilis TE3T-UV25 (GCA_041344815.1)482

0.88
23.3

0.44
5.24

0.65
9.91

Bacillus subtilis RA15 (GCA_034259385.1)448

0.87
14.7

Bacillus subtilis B15M1-4W (GCA_030519455.1)423

Bacillus subtilis TE11 (GCA_049803375.1)427

Bacillus subtilis PMB102 (GCA_018141065.1)457

1
169

1
280

Bacillus subtilis PK5_17 (GCA_023521595.1)4.65

Bacillus subtilis PK5_52 (GCA_023521175.1)7.35

0.72
17.7

Bacillus subtilis FH1 (GCA_012028945.1)260

Bacillus subtilis BE27 (GCA_003931545.1)279

0.38
3.62

0.68
11.2

Bacillus subtilis PK5_16 (GCA_023521475.1)479

1
461

0.67
2.1

Bacillus subtilis - (GCA_001286745.1)6.81

Bacillus subtilis - (GCA_001286885.1)8.19

Bacillus subtilis - (GCA_001286845.1)9.9

Bacillus subtilis HMNig-2 (GCA_009497815.1)483

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


