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Bacillus subtilis SOM8 (GCA_036178865.1)
Bacillus subtilis RC 25 (GCA_004103895.1)
Bacillus subtilis ABP1 (GCA_009982935.1)
Bacillus subtilis OSU1015-21 (GCA_029350885.1)
Bacillus subtilis OSU1013-19 (GCA_029350925.1)
Bacillus subtilis BSP4 (GCA_002865715.1)
Bacillus subtilis S3B (GCA_012029855.1)
Bacillus subtilis SB8 (GCA_040673955.1)
Bacillus subtilis MSP1 (GCA_009017455.1)
Bacillus subtilis - (GCA_001286845.1)
Bacillus subtilis - (GCA_001286745.1)
Bacillus subtilis - (GCA_001286885.1)
Bacillus subtilis BD-616 (GCA_035822335.1)
Bacillus subtilis RA15 (GCA_034259385.1)
Bacillus subtilis B15M1-4W (GCA_030519455.1)
Bacillus subtilis PK5_52 (GCA_023521175.1)
Bacillus subtilis PK5_17 (GCA_023521595.1)
Bacillus subtilis FH1 (GCA_012028945.1)
Bacillus subtilis BE27 (GCA_003931545.1)
Bacillus subtilis - (GCA_001286865.1)

 Dendrogram of cgMLST analysis (based on 1342 loci)


