NJ tree generated by a cgMLST analysis (based on 942 loci)

28, actiplantibacillus plantarum VHProbi M25 (GCA_036259715.1)

bEe %.| actiplantibacillus plantarum DW12 (GCA_019425695.1)

=Lactiplantibacillus plantarum SRCM210797 (GCA_024970165.1)

“Lactiplantibacillus plantarum PA21 (GCA_030736815.1)

=Lactiplantibacillus plantarum WLPL21 (GCA_029814785.1)

=Lactiplantibacillus plantarum ZDY04 (GCA_029834415.1)

~~Lactiplantibacillus plantarum KC28 (GCA_002948215.1)

=Lactiplantibacillus plantarum AMT74419 (GCA_012974545.1)

=Lactiplantibacillus plantarum DietG20.1.2 (GCA_002737935.1)

2392 actiplantibacillus plantarum Nizo2877 (GCA_001308305.1)

P91 actiplantibacillus plantarum DSM 20174 (GCA 014131735.1)

2983, actiplantibacillus plantarum ATCC 14917 (GCA_000143745.1)

2973 actiplantibacillus plantarum CIRM-BIA 2109 (GCA 025190105.1)

2L actiplantibacillus plantarum CIRM-BIA 466 (GCA_025189985.1)

MLactiplantibacillus plantarum - (GCA_019655875.1)

01 29%8,) actiplantibacillus plantarum IDCC3501 (GCA_003428355.1)

oS0 %L actiplantibacillus plantarum CGMCC 1.2437 (GCA_001434175.1)
Lactiplantibacillus plantarum Nizo2855 (GCA_001633645.1)

Lactiplantibacillus plantarum RI-203 (GCA_002750675.1)

Lactiplantibacillus plantarum - (GCA_007989145.1)
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