NJ tree generated by a cgMLST analysis (based on 681 loci)

20.Faecalibacterium prausnitzii DOME_MAG_10869 (GCA 036304185.1)
Faecalibacterium prausnitzii COPD338 (GCA_014868645.1)
Faecalibacterium prausnitzii CTOTU32797 (GCA_036779395.1)
20.r3ecalibacterium prausnitzii DOME_MAG_8713 (GCA_036552805.1)
Faecalibacterium prausnitzii DFI.9.6 (GCA_024460915.1)
Faecalibacterium prausnitzii COPD334 (GCA 014868725.1)
Faecalibacterium prausnitzii CTOTU36138 (GCA_036830155.1)
Faecalibacterium prausnitzii DOME_MAG_12238 (GCA_036301345.1)
20.r5ecalibacterium prausnitzii CTOTU36393 (GCA 036792455.1)
2%.Faecalibacterium prausnitzii DOME_MAG_11489 (GCA_036302845.1)
Faecalibacterium prausnitzii M21/2 (GCA_000154385.1)
Faecalibacterium prausnitzii DOME_MAG_13059 (GCA_036298865.1)
Faecalibacterium prausnitzii SRR16244386_bin.21_MetaWRAP_v1.3_MAG (GCA 959598825.1)
2. Faecalibacterium prausnitzii SL3/3 (GCA_000209855.1)
Faecalibacterium prausnitzii aa_0143 (GCA_004167405.1)
Faecalibacterium prausnitzii BIOML-B18 (GCA_009679755.1)
Faecalibacterium prausnitzii BIOML-B3 (GCA_009680075.1)
Faecalibacterium prausnitzii BIOML-B2 (GCA_009680055.1)
Faecalibacterium prausnitzii BIOML-B17 (GCA_009679775.1)
Faecalibacterium prausnitzii BIOML-B4 (GCA_009680015.1)
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