N) tree generated by a cgMLST analysis (based on 681 loci)

0 Faecalibacterium prausnitzii DOME_MAG_8476 (GCA_036305965.1)
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Faecalibacterium prausnitzii CTOTU36393 (GCA_036792455.1)
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257 Faecalibacterium prausnitzii COPD338 (GCA_014868645.1)
. Hl:Faecalibacterium prausnitzii CTOTU32797 (GCA_036779395.1)
#2.Faecalibacterium prausnitzii DOME_MAG_10869 (GCA 036304185.1)
% Faecalibacterium prausnitzii DOME_MAG_12541 (GCA 036300565.1)
5.Faecalibacterium prausnitzii SL3/3 (GCA_000209855.1)
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ﬁ{;Faecalibacterium prausnitzii BIOML-B18 (GCA_009679755.1)

Faecalibacterium prausnitzii APC924/119 (GCA_003287475.1)
Faecalibacterium prausnitzii avicel_METABAT__50 (GCA_025544375.1)
Faecalibacterium prausnitzii L2_038_000M1_dasL2_038_000M1_maxbin2.maxbin.064 (GCA_018381175.1)
M0.raecalibacterium prausnitzii DOME_MAG_11489 (GCA 036302845.1)

o

3.34,




