N) tree generated by a cgMLST analysis (based on 681 loci)

*5.Faecalibacterium prausnitzii DOME_MAG_14741 (GCA_036312485.1)

Faecalibacterium prausnitzii ERR9578318_bin.32_MetaWRAP_v1.3_MAG (GCA_958423435.1)
Faecalibacterium prausnitzii CTOTU30052 (GCA_036830175.1)
226.Faecalibacterium prausnitzii DOME_MAG_11095 (GCA 036440805.1)
Faecalibacterium prausnitzii C14_maxbin.001 (GCA_021626805.1)

22 Faecalibacterium prausnitzii L2_038_000M1_dasL2_038_000M1_maxbin2.maxbin.064 (GCA 018381175.1)
Faecalibacterium prausnitzii APC924/119 (GCA_003287475.1)

235" Faecalibacterium prausnitzii M21/2 (GCA_000154385.1)

H;Faecalibacterium prausnitzii MGYG-HGUT-01300 (GCA_902373685.1)
20, Faecalibacterium prausnitzii DOME_MAG_13059 (GCA 036298865.1)
Faecalibacterium prausnitzii DOME_MAG_11489 (GCA_036302845.1)
2 Faecalibacterium prausnitzii SL3/3 (GCA_000209855.1)
2. Faecalibacterium prausnitzii COPD333 (GCA 014868765.1)
Faecalibacterium prausnitzii DOME_MAG_12781 (GCA_036299185.1)
2LEaecalibacterium prausnitzii CTOTU32102 (GCA_036729565.1)
Faecalibacterium prausnitzii CTOTU32797 (GCA_036779395.1)

233

=0

282

314

273

. L Eaecalibacterium prausnitzii DOME_MAG_10869 (GCA 036304185.1)
v 28, Faecalibacterium prausnitzii CTOTU36138 (GCA_036830155.1)
! 28.Faecalibacterium prausnitzii DOME_MAG_8713 (GCA 036552805.1)
3% Faecalibacterium prausnitzii MTG234_bin.5 (GCA_934854415.1)
Root
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