N) tree generated by a cgMLST analysis (based on 1285 loci)

22.Bacteroides fragilis CM74B_57 (GCA_036317965.1)

Bacteroides fragilis S_429 (GCA_034128505.1)

Bacteroides fragilis P3-A9 (GCA_023274755.1)

Bacteroides fragilis P1-G2 (GCA_023274245.1)

Bacteroides fragilis P2-H3 (GCA_023274315.1)

Bacteroides fragilis P2-H4 (GCA_023274495.1)

Bacteroides fragilis P1-A3 (GCA_023274715.1)

Bacteroides fragilis P2-E2 (GCA_023274775.1)

Bacteroides fragilis P1-A4 (GCA_023274895.1)

Bacteroides fragilis P1-D1 (GCA_023275035.1)

Bacteroides fragilis P2-E3 (GCA_023276265.1)

Bacteroides fragilis P2-E4 (GCA_023276305.1)

Bacteroides fragilis P1-H7 (GCA_023894135.1)

Bacteroides fragilis P1-H9 (GCA_023958435.1)

Bacteroides fragilis P1-G5 (GCA_024128795.1)
Bacteroides fragilis P1-C5 (GCA_024261365.1)
Bacteroides fragilis P1-G3 (GCA_024295045.1)
Bacteroides fragilis P1-G4 (GCA_024295145.1)
Bacteroides fragilis P2-H5 (GCA_024296585.1)
Bacteroides fragilis P1-A6 (GCA_024357725.1)
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