NJ tree generated by a cgMLST analysis (based on 729 loci)

—*%Limosilactobacillus reuteri NCDC958 (GCA 046763525.1)
Limosilactobacillus reuteri BIO5454 (GCA _007280535.1)
Limosilactobacillus reuteri gbc_i (GCA 040785065.1)
Limosilactobacillus reuteri CIRM-BIA 929 (GCA_025189765.1)
=Limosilactobacillus reuteri SD-RD830-FR (GCA_020023755.1)
~Limosilactobacillus reuteri CIRM-BIA 1534 (GCA_025189745.1)
“=Limosilactobacillus reuteri LR19 (GCA 003175025.1)
Limosilactobacillus reuteri Corl37 1 1 (GCA 020785635.1)
Limosilactobacillus reuteri Corl37_3 1 (GCA_020785735.1)

L 1%%) imosilactobacillus reuteri E (GCA 019061135.1)

“L|imosilactobacillus reuteri FI11625 (GCA_036431005.1)
Limosilactobacillus reuteri FI11606 (GCA 036431025.1)
“Limosilactobacillus reuteri LSUN-24e (GCA_036432025.1)

e 2622,) imosilactobacillus reuteri LMAN-Sda (GCA 036431965.1)
=Limosilactobacillus reuteri LTAD-12f (GCA 036432135.1)
Limosilactobacillus reuteri FI11605 (GCA_036430925.1)
Limosilactobacillus reuteri FI11589 (GCA 036431085.1)
Limosilactobacillus reuteri FI11596 (GCA 036430905.1)
Limosilactobacillus reuteri FI11586 (GCA_036430965.1)
Limosilactobacillus reuteri FI11571 (GCA_036430985.1)

7.23
0.5

102

)

HLO




