NJ tree generated by a cgMLST analysis (based on 729 loci)
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%% imosilactobacillus reuteri E (GCA _019061135.1)

L1 imosilactobacillus reuteri FI11625 (GCA_036431005.1)
Limosilactobacillus reuteri FI11606 (GCA_036431025.1)
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