N) tree generated by a cgMLST analysis (based on 681 loci)
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Root

250

Faecalibacterium prausnitzii DOME_MAG_11095 (GCA_036440805.1)

298

Faecalibacterium prausnitzii DOME_MAG_9251 (GCA_036551025.1)
Z%.Faecalibacterium prausnitzii CTOTU32102 (GCA 036729565.1)
2. Faecalibacterium prausnitzii CTOTU32797 (GCA_036779395.1)
L—%%4Faecalibacterium prausnitzii DOME_MAG_12781 (GCA_036299185.1)

17.4

0.9

ﬁﬁecanbacterium prausnitzii CTOTU30124 (GCA_036792435.1)
2LEsecalibacterium prausnitzii ERR8263843_bin.30_MetaWRAP_v1.3_MAG (GCA 958438015.1)

218,

Faecalibacterium prausnitzii DOME_MAG_8713 (GCA_036552805.1)
Faecalibacterium prausnitzii DFI.9.6 (GCA_024460915.1)
Faecalibacterium prausnitzii DOME_MAG_12238 (GCA_036301345.1)
Z0.Faecalibacterium prausnitzii CTOTU36393 (GCA_036792455.1)

. Faecalibacterium prausnitzii L2_038_000M1_dasL2_038_000M1_maxbin2.maxbin.064 (GCA 018381175.1)
Faecalibacterium prausnitzii DOME_MAG_11489 (GCA_036302845.1)
Faecalibacterium prausnitzii BIOML-B14 (GCA_009679795.1)
Faecalibacterium prausnitzii BIOML-B13 (GCA_009679855.1)

., r"Faecalibacterium prausnitzii BIOML-B12 (GCA_009679865.1)
9"*L.Eaecalibacterium prausnitzii BIOML-B11 (GCA_009679905.1)
Faecalibacterium prausnitzii BIOML-B10 (GCA_009679895.1)

80 Faecalibacterium prausnitzii BIOML-B9 (GCA_009679915.1)
Faecalibacterium prausnitzii BIOML-B7 (GCA_009679955.1)




