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Bacteroides uniformis CTOTU30130 (GCA_036719075.1)
Bacteroides uniformis SRR19721642_bin.15_metawrap_v1.3_MAG (GCA_947002305.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)
Bacteroides uniformis Map_7_003 (GCA_022735305.1)
Bacteroides uniformis UBA11507 (GCA_003539575.1)
Bacteroides uniformis SRR13753917_bin.1_metawrap_v1.3_MAG (GCA_947507305.1)
Bacteroides uniformis CL06T03C05 (GCA_018291785.1)
Bacteroides uniformis CavFT-hAR50 (GCA_032463865.1)
Bacteroides uniformis AM16-3 (GCA_003470725.1)
Bacteroides uniformis AM28-49 (GCA_003469475.1)
Bacteroides uniformis TF07-2 (GCA_003437205.1)
Bacteroides uniformis AM29-1AC (GCA_003469025.1)
Bacteroides uniformis Map_186_013 (GCA_022739695.1)
Bacteroides uniformis OM04-14BH (GCA_003439685.1)
Bacteroides uniformis AF07-6B (GCA_027687485.1)
Bacteroides uniformis AMR_MDS_5720 (GCA_035435705.1)
Bacteroides uniformis CTOTU45657 (GCA_036780385.1)
Bacteroides uniformis SUG3177 (GCA_034112825.1)
Bacteroides uniformis ERR9607189_bin.1_MetaWRAP_v1.3_MAG (GCA_958354225.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


