N) tree generated by a cgMLST analysis (based on 120 loci)

“Zparabacteroides distasonis CTOTU37530 (GCA_036728265.1)

00 Parabacteroides distasonis RTP21484st1_E5_RTP21484_190118 (GCA_028331125.1)
106]' “Parabacteroides distasonis RTP21484st1_E4_RTP21484_190118 (GCA_028331165.1)
F b Parabacteroides distasonis RTP21484st1l_C5_RTP21484 190118 (GCA_028331235.1)
%4Lparabacteroides distasonis AM03-31X (GCA 027663625.1)
29.parabacteroides distasonis BRZ_GR__bin37 (GCA 944326215.1)

ZL.parabacteroides distasonis oY)3fqHatn_bin.10.MAG (GCA_943912415.1)
Parabacteroides distasonis UBA10682 (GCA_003453355.1)
—Parabacteroides distasonis BFG-242 (GCA_024788235.1)
£3.parabacteroides distasonis S_696 (GCA_034133725.1)

“Parabacteroides distasonis 1001095H_141210_G4 (GCA_015549535.1)

02" *Pparabacteroides distasonis 1001095st1_G4_1001095H_141210 (GCA_028330245.1)
i Parabacteroides distasonis 1001095st1l_F6_1001095H_141210 (GCA_028330345.1)

0.63

° | 2Parabacteroides distasonis BFG-574 (GCA_024760285.1)
H;‘;Parabacteroides distasonis S_61 (GCA_034124605.1)

#Zparabacteroides distasonis ERR9762696_bin.1_MetaWRAP_v1.3_MAG (GCA_958422645.1)
Parabacteroides distasonis B92_002 (GCA_022713185.1)

Parabacteroides distasonis BFG-343 (GCA_024793005.1)

Parabacteroides distasonis BFG-337 (GCA_024793225.1)

=Parabacteroides distasonis FDAARGOS_1233 (GCA_016888665.1)

%Root

250



