Dendrogram of cgMLST analysis (based on 219 loci)
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Bacteroides uniformis MGBC135591 (GCA 948887515.1)

Bacteroides uniformis A38 maxbin.002_sub.fa (GCA 021621185.1)

Bacteroides uniformis BFG-366 (GCA_024788565.1)

Bacteroides uniformis BIOML-A19 (GCA 009020445.1)

Bacteroides uniformis RTP21311stl F12 RTP21311 201001 (GCA 028396405.1)

Bacteroides uniformis CTOTU30734 (GCA_036757125.1)

Bacteroides uniformis CTOTU30656 (GCA 036739975.1)

Bacteroides uniformis Lapin-021_ bin24 (GCA_947626375.1)

Bacteroides uniformis dnLKV2 (GCA 000403175.2)

Bacteroides uniformis extra-ERR982795.22 1677760209 (GCA_949469305.1)

Bacteroides uniformis MGBC100498 (GCA 948639715.1)

Bacteroides uniformis 10 110627.34 1677752997 (GCA 949386435.1)

Bacteroides uniformis extra-ERR982796.31 1677760217 (GCA_949469235.1)

Bacteroides uniformis L2 _040 225G1 dasL2 040 225G1 metabat.metabat.20 (GCA 018375315.1)
Bacteroides uniformis BSD2780061689st1_G7 BSD2780061688b 171218 (GCA_028396925.1)
Bacteroides uniformis BSD2780061689st1l_G7 (GCA_005844235.1)

Bacteroides uniformis BSD2780061689stl_F3 BSD2780061688b_171218 (GCA_028396905.1)
Bacteroides uniformis BSD2780061689 150309 C6 (GCA 015549845.1)

Bacteroides uniformis BSD2780120875st2_E11 BSD2780120875b_170604 (GCA_028396805.1)
Bacteroides uniformis MGBC116409 (GCA_910583705.1)



