Dendrogram of cgMLST analysis (based on 219 loci)
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Bacteroides uniformis DFI.5.10 (GCA_020560265.1)
—— Bacteroides uniformis UO.H1043 (GCA 028528085.1)
——— Bacteroides uniformis 2789STDY5608864 (GCA_001406095.1)
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Bacteroides uniformis D52t1 170925 H1 (GCA 015559225.1)
Bacteroides uniformis COPD041 (GCA 014871105.1)
Bacteroides uniformis D40stl_E8 D40tl_ 170626 (GCA_028396685.1)
Bacteroides uniformis D40t1 170626 E2 (GCA 015557755.1)
Bacteroides uniformis D46t1 190503 E1 (GCA 015559845.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
—— Bacteroides uniformis SRR13840153_bin.4_metawrap_v1.3_MAG (GCA_947071295.1)

—— Bacteroides uniformis 2251 1TSAB (GCA 032144115.1)
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Bacteroides uniformis AF21-53 (GCA_003459325.1)
—— Bacteroides uniformis CTOTU31282 (GCA 036831365.1)
———— Bacteroides uniformis CTOTU30143 (GCA_036784185.1)
Bacteroides uniformis U.6_14 (GCA_021199575.1)




