N) tree generated by a cgMLST analysis (based on 749 loci)

$LRoseburia intestinalis CTOTU37497 (GCA_036837195.1)

38.Roseburia intestinalis ERR9492525_bin.25_MetaWRAP_v1.3_MAG (GCA_958366385.1)
—%Roseburia intestinalis CTOTU30127 (GCA_036816305.1)
3%.Roseburia intestinalis DOME_MAG_9076 (GCA_036551585.1)
PLRoseburia intestinalis SRR12395649 bin.61_CONCOCT v1.1_MAG (GCA 938027415.1)

13 Roseburia intestinalis ERR9578313_bin.2_MetaWRAP_v1.3_MAG (GCA_958429175.1)

0:26 166 1360 Roseburia intestinalis 2789STDY5834960 (GCA_001406435.1)
a1 ZRoseburia intestinalis MGYG-HGUT-00076 (GCA_902362885.1)
L 3.Roseburia intestinalis CTOTU31256 (GCA_036727725.1)
0.806, _ 30.poseburia intestinalis ERR9762675_bin.27_MetaWRAP_v1.3_MAG (GCA_958425345.1)
3% Roseburia intestinalis nmaize_METABAT__127 (GCA_025543415.1)
55 ' Roseburia intestinalis NB2A 31_NB (GCA_023497585.1)
2a9) 0085_99 *2Roseburia intestinalis J1101437_171009_C5 (GCA_015555785.1)

@Roseburia intestinalis (GCA_000435135.1)
Roseburia intestinalis SRR13494526_bin.16_MetaWRAP_v1.3_MAG (GCA_959020955.1)
#M.Roseburia intestinalis MSK.17.84 (GCA_013300445.1)
#T.Roseburia intestinalis ERR8263767_bin.27_MetaWRAP_v1.3_MAG (GCA_958407455.1)
B.Roseburia intestinalis ERR4918922 bin.43_MetaWRAP_v1.3_MAG (GCA_958353725.1)

122
p.76

o™
NN
[N
=}
o
N
©

o

315

261

%:mRoseburia intestinalis ERR4316482_bin.8_MetaWRAP_v1.3_MAG (GCA_958441885.1)
092 38, poseburia intestinalis ERR9353903_bin.13_MetaWRAP_v1.3_MAG (GCA_958411545.1)

Root

250



