NJ tree generated by a cgMLST analysis (based on 120 loci)

“24.parabacteroides distasonis CTOTU30134 (GCA_036828975.1)

14| “Parabacteroides distasonis S_343 (GCA_034130205.1)
ﬁ;Parabacteroides distasonis Map_68_007 (GCA_022737455.1)
Parabacteroides distasonis CHE521_007 (GCA_022720115.1)
Parabacteroides distasonis OF27-7-b13A (GCA_027693125.1)
%Parabacteroides distasonis cx_0004 (GCA_004167065.1)
Parabacteroides distasonis BIOML-A40 (GCA_009677235.1)
Parabacteroides distasonis BIOML-A36 (GCA_009677245.1)
Parabacteroides distasonis BIOML-A41 (GCA_009677255.1)
Parabacteroides distasonis BIOML-A38 (GCA_009678385.1)
31_90 Parabacteroides distasonis UBA11450 (GCA_003534485.1)
1%{;Parabacteroides distasonis UBA11508 (GCA_003539615.1)
Parabacteroides distasonis SRR16350263_bin.3_metawrap_v1.3_MAG (GCA_947365825.1)
873, parabacteroides distasonis LMAG:27 (GCA_008680675.1)
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@EParabacteroides distasonis MGBC156990 (GCA_948483315.1)
#4828, p5rabacteroides distasonis MGBC147895 (GCA_948497925.1)
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k| Parabacteroides distasonis MGBC155303 (GCA_948719365.1)
@Parabacteroides distasonis MGBC159454 (GCA_948873555.1)
®Lparabacteroides distasonis SRR16279938_bin.36_MetaWRAP_v1.3_MAG (GCA_959602735.1)
®23,parabacteroides distasonis MGBC162961 (GCA_948481335.1)
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