NJ tree generated by a cgMLST analysis (based on 681 loci)

2%, raecalibacterium prausnitzii CTOTU32188 (GCA_036841945.1)
1.Faecalibacterium prausnitzii BIOML-B1 (GCA_009680085.1)
Faecalibacterium prausnitzii DFI.5.48 (GCA_019061315.1)
“Faecalibacterium prausnitzii DFI.5.46 (GCA_022136525.1)
~Faecalibacterium prausnitzii DFI.5.47 (GCA_022137305.1)
=Faecalibacterium prausnitzii DFI.5.81 (GCA_029076745.1)
Faecalibacterium prausnitzii DOME_MAG_12164 (GCA_036301585.1)
Faecalibacterium prausnitzii COPD336 (GCA_014868685.1)

=lo

—®8.Faecalibacterium prausnitzii APC918/95b (GCA 003312465.1)
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es, Faecalibacterium prausnitzii MTG231_bin.15 (GCA_934834745.1)
238 Faecalibacterium prausnitzii MTG220 _bin.8 (GCA 934838655.1)
2#2Faecalibacterium prausnitzii MTG221_bin.57 (GCA_934825545.1)

Q005372 acalibacterium prausnitzii MTG224_bin.10 (GCA 934835215.1)

Faecalibacterium prausnitzii MTG228_bin.6 (GCA_934841625.1)

=lo

oo -Faecalibacterium prausnitzii MTG229_bin.15 (GCA_934837645.1)
%Faecalibacterium prausnitzii MTG241_bin.11 (GCA_934882155.1)
0% Faecalibacterium prausnitzii MTG242_bin.5 (GCA_934880215.1)
Faecalibacterium prausnitzii MTG222_bin.33 (GCA_934826525.1)
Faecalibacterium prausnitzii MTG225_bin.2 (GCA_934838155.1)
Faecalibacterium prausnitzii MTG244_bin.19 (GCA_934872205.1)
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