N) tree generated by a cgMLST analysis (based on 878 loci)
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! 28.gtreptococcus thermophilus Scam27 (GCA_019449935.1)

212

185

Streptococcus thermophilus St 18.1 (GCA_036867615.1)
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Lstreptococcus thermophilus NDO3 (GCA_000182875.1)
Streptococcus thermophilus KU30 (GCA_003129655.1)
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Streptococcus thermophilus B2 (GCA_020829085.1)
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Streptococcus thermophilus KLDS3.1012 (GCA_001266475.1)
Streptococcus thermophilus APC151 (GCA_002012365.1)



