
1
0

1
0

Ligilactobacillus salivarius C57 (GCA_029070905.1)338

0.55
5.93

Ligilactobacillus salivarius C2 (GCA_008016915.1)337

0.78
11

Ligilactobacillus salivarius L28 (GCA_002250405.1)341

1
142

Ligilactobacillus salivarius MCC 0226 (GCA_037026665.1)268

1
169

0.88
2.31

Ligilactobacillus salivarius gul2 (GCA_002079545.1)0.567

Ligilactobacillus salivarius gul1 (GCA_002079565.1)3.43

0.53
1.24

Ligilactobacillus salivarius CavFT-hAR125 (GCA_033194755.1)3.89

0.68
0.859

Ligilactobacillus salivarius B10 (GCA_030876765.1)2.7

0.84
0.265

Ligilactobacillus salivarius ATCC 11741 (GCA_000159395.1)0.962

0.68
0.0352

Ligilactobacillus salivarius DS2_12 (GCA_003061585.1)0.996

0.69
0.00391

Ligilactobacillus salivarius DSM 20555 (GCA_001435955.1)0

0.69
0

Ligilactobacillus salivarius BCRC 14759 (GCA_002736025.1)0

0.69
0

Ligilactobacillus salivarius DS3_12 (GCA_003052845.1)0

0.69
0

Ligilactobacillus salivarius DS13_12 (GCA_003052875.1)0

0.69
0

Ligilactobacillus salivarius DS11_12 (GCA_003061545.1)0

0.69
0

Ligilactobacillus salivarius BIO6313 (GCA_013249205.1)0

0.69
0

Ligilactobacillus salivarius UBLS-22 (GCA_015159735.1)0

0.69
0

Ligilactobacillus salivarius LMG 9477 (GCA_029823545.1)0

0.69
0

Ligilactobacillus salivarius GX118 (GCA_049056805.1)0

Ligilactobacillus salivarius CIP103140T (GCA_965136025.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 906 loci)
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