N) tree generated by a cgMLST analysis (based on 942 loci)

2% actiplantibacillus plantarum D1 (GCA _037572815.1)
o 28, actiplantibacillus plantarum Lp1610 (GCA 001540925.1)
235, actiplantibacillus plantarum SRCM210465 (GCA_024969905.1)
Lactiplantibacillus plantarum SRCM210459 (GCA_024800605.1)

.65

274[:0'5 Lactiplantibacillus plantarum WLPL21 (GCA_029814785.1)
L bs Lactiplantibacillus plantarum ZDY04 (GCA_029834415.1)

=lo

18.9

P 2 Lactiplantibacillus plantarum SKT109 (GCA_004025165.1)
%Lactiplantibacillus plantarum XZ3303 (GCA_004123095.1)
h.a1) 24 actiplantibacillus plantarum FUA3038 (GCA_026127765.1)
=Lactiplantibacillus plantarum KKP 3573 (GCA_031296365.1)
=Lactiplantibacillus plantarum 4_3 (GCA_000507045.1)
Lactiplantibacillus plantarum LB1-2 (GCA_002906875.1)
—Lactiplantibacillus plantarum DSR_M2 (GCA_003286955.1)
=Lactiplantibacillus plantarum Lp519 (GCA_009889995.1)
=Lactiplantibacillus plantarum D31 (GCA_004102885.1)
=sLactiplantibacillus plantarum XJ25 (GCA_019076805.1)
Lactiplantibacillus plantarum Nizo2262 (GCA_001639585.1)
Lactiplantibacillus plantarum FUA3183 (GCA_026127845.1)
Lactiplantibacillus plantarum Nizo3894 (GCA_001633725.1)
Lactiplantibacillus plantarum LMG 13556 (GCA_040705195.1)
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