N) tree generated by a cgMLST analysis (based on 903 loci)

2. acticaseibacillus rhamnosus ATA-LTC-Lrs010902 (GCA_037966675.1)
0LacticaseibacillusrhamnosusVVQZ(GCA_002025085.1)
Lacticaseibacillus rhamnosus LR-B1 (GCA_004010975.1)
Lacticaseibacillus rhamnosus LR-S (GCA_004125475.1)
Lacticaseibacillus rhamnosus MCC 0256 (GCA_030480385.1)
Lacticaseibacillus rhamnosus ATA-LRS1902 (GCA_040822755.1)
Lacticaseibacillus rhamnosus GG_ID (GCA_041679765.1)
Lacticaseibacillus rhamnosus IATA117 (GCA_049204955.1)
Lacticaseibacillus rhamnosus - (GCA_049810295.1)
=Lacticaseibacillus rhamnosus GG (GCA_003353455.1)
Qg—“i‘-LacticaseibaciIIusrhamnosusgbc_B(GCA_O4O785165.1)
025 29 acticaseibacillus rhamnosus - (GCA_902652215.1)
09312 %L acticaseibacillus rhamnosus - (GCA_000011045.1)
Lacticaseibacillus rhamnosus GG (ATCC 53103) (GCA_000026505.1)
Lacticaseibacillus rhamnosus DS4_11 (GCA_003052965.1)
Lacticaseibacillus rhamnosus 3160-SD0198 (GCA_022802715.1)
Lacticaseibacillus rhamnosus GG (GCA_028475085.1)
Lacticaseibacillus rhamnosus DS0508 (GCA_032248855.1)
°LacﬂcasdbacMusrhawmosusgbc_e(GCALO407851451)
Lacticaseibacillus rhamnosus 484 (GCA_045256955.1)
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