N) tree generated by a cgMLST analysis (based on 935 loci)
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%3, actobacillus crispatus LMG 11415 (GCA_038001365.1)
370, actobacillus crispatus EM-LC1 (GCA_000497065.1)
9. actobacillus crispatus NCK2487 (GCA_008694775.1)
19| actobacillus crispatus UMNLC8 (GCA_002218685.1)
Lactobacillus crispatus UMNLC11 (GCA_002218815.1)

L% actobacillus crispatus ATCC 33820 (GCA_002088015.1)
Lactobacillus crispatus NCK2488 (GCA 008694755.1)
Lactobacillus crispatus ATCC 33820 (GCA_018987235.1)
Lactobacillus crispatus UBLCp-01 (GCA _019537355.1)
Lactobacillus crispatus DSM 20584 (GCA_001434005.1)

L 380 actobacillus crispatus LB69 (GCA_016161975.1)




