N) tree generated by a cgMLST analysis (based on 773 loci)
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20, acticaseibacillus paracasei FAM18099 (GCA 003712295.1)

%, acticaseibacillus paracasei NTU 101 (GCA_002901165.3)
im 960 Lacticaseibacillus paracasei FAM22276 (GCA_003712645.1)

! 0 acticaseibacillus paracasei FAM3248 (GCA_003712935.1)
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Lacticaseibacillus paracasei BPO7 (GCA_002914885.1)
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—Lacticaseibacillus paracasei IBB3423 (GCA_009739485.1)
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