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Bacillus subtilis P8_B1 (GCA_009662435.1)
Bacillus subtilis NCIB_3610 (GCA_047120225.1)
Bacillus subtilis P8_B3 (GCA_009662415.1)
Bacillus subtilis O4 (GCA_026410045.1)
Bacillus subtilis DS1_4 (GCA_018603805.1)
Bacillus subtilis JD-014 (GCA_030643765.1)
Bacillus subtilis LBUM979 (GCA_016065415.1)
Bacillus subtilis ATCC 6051a (GCA_031316445.1)
Bacillus subtilis KCTC 1028 (GCA_000971925.1)
Bacillus subtilis GUCC4 (GCA_034258595.1)
Bacillus subtilis GUCC48 (GCA_030053795.1)
Bacillus subtilis 0137 (GCA_024752515.1)
Bacillus subtilis YZSR384 (GCA_028870335.1)
Bacillus subtilis Bsi (GCA_021398545.1)
Bacillus subtilis M51 (GCA_046267835.1)
Bacillus subtilis YB-187 (GCA_038442665.1)
Bacillus subtilis JNF2 (GCA_037997165.1)
Bacillus subtilis 23-1 (GCA_032878855.1)
Bacillus subtilis EYE_54 (GCA_023148545.1)
Bacillus subtilis A1.2 (GCA_029625925.1)

 Dendrogram of cgMLST analysis (based on 1342 loci)


