N) tree generated by a cgMLST analysis (based on 607 loci)

. Limosilactobacillus fermentum A190 (GCA_039566575.1)
f+::;;LhnosHactobaCMUsfennentun1ATCC 23271 (GCA_018398375.1)

199, imosilactobacillus fermentum SN-1 (GCA_045809205.1)
Limosilactobacillus fermentum CIRM-BIA 2221 (GCA_025122475.1)
Limosilactobacillus fermentum CIRM-BIA 866 (GCA _025191505.1)
Limosilactobacillus fermentum FAM 25338 (GCA_045527665.1)
=Limosilactobacillus fermentum FAM 25337 (GCA_045527705.1)
Limosilactobacillus fermentum CIRM-BIA 2157 (GCA_025191625.1)

123, imosilactobacillus fermentum LfU21 (GCA_002869825.2)
=Limosilactobacillus fermentum 3872 (GCA_000466785.3)
=Limosilactobacillus fermentum KMB_612 (GCA_003346325.1)
Limosilactobacillus fermentum B106529 (GCA_008868475.1)
Limosilactobacillus fermentum ATA-LTC-Lf170503 (GCA_037966785.1)
Limosilactobacillus fermentum gbc_h (GCA_040785075.1)
1139, imosilactobacillus fermentum FAM 19471 (GCA_005864145.1)
Limosilactobacillus fermentum 447 (GCA_025211175.1)
Limosilactobacillus fermentum ICIS24 (GCA_040347825.1)
Limosilactobacillus fermentum ICIS23 (GCA_040347895.1)

1o Limosilactobacillus fermentum HPLD (GCA_014830195.1)
£Limosilactobacillus fermentum LAB1 (GCA _021278125.1)

=lo

13.7
0.99

rlo

=
o
©

%Root

250



