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Ligilactobacillus salivarius JCM 1230 (GCA_002079405.1)382
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Ligilactobacillus salivarius Cec01 (GCA_039655855.1)400
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Ligilactobacillus salivarius LZZAY01 (GCA_046531985.1)358
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Ligilactobacillus salivarius S01 (GCA_023573545.1)0.421

Ligilactobacillus salivarius L.S.05 (GCA_024466835.1)0.579

Ligilactobacillus salivarius FYNDL5_1.scaf (GCA_009866025.1)377

0.67
8.17

Ligilactobacillus salivarius C2-1 (GCA_033344095.1)391

Ligilactobacillus salivarius BF12 (GCA_033344995.1)394
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Ligilactobacillus salivarius B27-2 (GCA_024125465.1)351

Ligilactobacillus salivarius JSWX5_1 (GCA_009865815.1)352
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Ligilactobacillus salivarius FGSYC2M4_2 (GCA_009863785.1)167
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Ligilactobacillus salivarius FJLHD10M2 (GCA_009863685.1)89.3
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Ligilactobacillus salivarius FNMGHLBE13_L1 (GCA_009863415.1)6.21

Ligilactobacillus salivarius FNMGHLBE11_L1_2 (GCA_009863465.1)6.79

Ligilactobacillus salivarius FNMGHLBE8_L1 (GCA_009863405.1)31.2

1
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Ligilactobacillus salivarius HN24_2 (GCA_009865795.1)0.889

Ligilactobacillus salivarius HN26_4 (GCA_009865805.1)1.11

Ligilactobacillus salivarius FZJTZ64M3 (GCA_009865895.1)83.8

Ligilactobacillus salivarius FSDLZ18M11 (GCA_009866275.1)84.8
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NJ tree generated by a cgMLST analysis (based on 906 loci)
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