N) tree generated by a cgMLST analysis (based on 1042 loci)

PLpifidobacterium pseudocatenulatum RTP21311st3_E6_RTP21311_201001 (GCA_028310215.1)
Bifidobacterium pseudocatenulatum RTP21311stl_C8_RTP21311_201001 (GCA_028310275.1)
=Bifidobacterium pseudocatenulatum RTP21311st1_D9_RTP21311_201001 (GCA_028310055.1)
Bifidobacterium pseudocatenulatum - (GCA_001025215.1)

=Bifidobacterium pseudocatenulatum DSM 20438 (GCA_000173435.1)

Bifidobacterium pseudocatenulatum 1001271stl_F3_1001271B_150615 (GCA_028311445.1)

0.31

2.44

344E:Biﬁdobacterium pseudocatenulatum 1001099stl_G10_1001099B_141217 (GCA_028310925.1)
! Bepitidobacterium pseudocatenulatum 1001099st1_A6_1001099B_141217 (GCA_028312105.1)
% a4 Bifidobacterium pseudocatenulatum DFI.7.56 (GCA_022133685.1)
Bifidobacterium pseudocatenulatum DFI.7.45 (GCA_022135085.1)
=Bifidobacterium pseudocatenulatum DFI.7.61 (GCA_024462035.1)
Bifidobacterium pseudocatenulatum DFI.7.61 (GCA_036419215.1)
Bifidobacterium pseudocatenulatum DFI.7.90 (GCA_024461795.1)
2%4.Bifidobacterium pseudocatenulatum RTP21221stl_E4_RTP21221 200709 (GCA_039834655.1)
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Bifidobacterium pseudocatenulatum RTP21221st1_G1_RTP21221_200709 (GCA_039834705.1)
376[:15Bh"‘idobacterium pseudocatenulatum J1101312st1_G10_J1101312_190322 (GCA_028310065.1)
! ESgifidobacterium pseudocatenulatum J1101312st1_A8_J1101312_190322 (GCA_028310805.1)

Bifidobacterium pseudocatenulatum MM0196 (GCA_041357755.1)
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