N) tree generated by a cgMLST analysis (based on 903 loci)

22, acticaseibacillus rhamnosus L156.4 (GCA_001991035.1)
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Lacticaseibacillus rhamnosus 24 (GCA_000743075.1)
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Lacticaseibacillus rhamnosus DSM 14870 (GCA_002287945.1)

Lacticaseibacillus rhamnosus TK-F8B (GCA_015377485.1)

=Lacticaseibacillus rhamnosus Lrh13 (GCA_001657135.1)
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=sLacticaseibacillus rhamnosus Lrh28 (GCA_001656925.1)
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Lacticaseibacillus rhamnosus HNOO1 (GCA_000173255.3)
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Lacticaseibacillus rhamnosus MG4644 (GCA_040801795.1)
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