N) tree generated by a cgMLST analysis (based on 773 loci)

o “Lacticaseibacillus paracasei OSY-31 (GCA_039871405.1)
l#‘[;-Lacticaseibacillus paracasei 32G (GCA_000309605.1)

23, acticaseibacillus paracasei Dm-2019-60 (GCA 018257175.1)

28, acticaseibacillus paracasei z15 (GCA_040536905.1)

%22 acticaseibacillus paracasei DTA81 (GCA_012241605.1)
Lacticaseibacillus paracasei FAM8374 (GCA_003712825.1)
=Lacticaseibacillus paracasei CIRM-BIA 1869 (GCA_025190485.1)
“Lacticaseibacillus paracasei Lpp228 (GCA_000409995.1)
=Lacticaseibacillus paracasei Lpp189 (GCA_000410295.1)
=Lacticaseibacillus paracasei Lpp226 (GCA_000409895.1)
Lacticaseibacillus paracasei Lpp49 (GCA_000410035.1)
_OLachasdbaCMUSparacaseiEAM3257(GCA;0037127551)
Lacticaseibacillus paracasei FAM 3257 (GCA_005864195.1)
=Lacticaseibacillus paracasei 01 (GCA_024665815.1)
Lacticaseibacillus paracasei Lpp37 (GCA_000410415.1)
Lacticaseibacillus paracasei ATCC 27092 (GCA_023656965.1)
Lacticaseibacillus paracasei GM-080 (GCA_030061895.1)
Lacticaseibacillus paracasei BL23 (GCA_000026485.1)
Lacticaseibacillus paracasei CIP109805 (GCA_965138865.1)
Lacticaseibacillus paracasei DUP 13076 (GCA_002849575.1)
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