N) tree generated by a cgMLST analysis (based on 1198 loci)

4.Bifidobacterium bifidum VA07-1AN (GCA_011029205.1)

p57] o Bifidobacterium bifidum RTP21222st1_D12 RTP21222 200807 (GCA 039913095.1)
! ES-7Biﬁdobacterium bifidum RTP21222st1_F4 RTP21222 200807 (GCA 039913075.1)

I eBifidobacterium bifidum RTP21221st1_A9_RTP21221_200709 (GCA_039913175.1)
ZBifidobacterium bifidum RTP21221st1_H7_RTP21221_200709 (GCA_039913115.1)
LBifidobacterium bifidum RTP21221st1_H4_RTP21221 200709 (GCA_039913135.1)
“.Bifidobacterium bifidum RTP21221st1 G2 RTP21221 200709 (GCA 028203535.1)

mES-” Bifidobacterium bifidum DFI.7.59 (GCA_022133625.1)

Y I2.Bifidobacterium bifidum DFI.7.51 (GCA_022134905.2)
' 475E18'1Biﬁdobacterium bifidum PRL2010 (GCA_000165905.1)

! L99.gifidobacterium bifidum 324B (GCA_001020375.1)

*2Bifidobacterium bifidum J1101312st1_E10 J1101312_190322 (GCA_028202395.1)
2.Bifidobacterium bifidum J1101312st1_C7 J1101312_190322 (GCA_028202415.1)
Bifidobacterium bifidum J1101312st1_H2 J1101312_190322 (GCA 028203675.1)
Bifidobacterium bifidum J1101312st1_E3_J1101312_190322 (GCA_028203695.1)

165 [“Bifidobacterium bifidum G6_h1001283B150217_200217 (GCA_028201895.1)

! EBiﬁdobacterium bifidum C7_h1001283B150217_200217 (GCA_028201955.1)
Bifidobacterium bifidum 2226st1_E4 22265SCRN_200925 (GCA_028201965.1)
TBifidobacterium bifidum 2226st1_G9_2226SCRN_200925 (GCA_039913355.1)
Bifidobacterium bifidum Calf96 (GCA_900112465.1)
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