N) tree generated by a cgMLST analysis (based on 942 loci)
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188, O actiplantibacillus plantarum Lp835 (GCA_009889735.1)
Lactiplantibacillus plantarum Lp823 (GCA_009889825.1)
Lactiplantibacillus plantarum Lp546 (GCA_009889835.1)
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Lactiplantibacillus plantarum Lp305 (GCA_009890055.1)
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