NJ tree generated by a cgMLST analysis (based on 1198 loci)

0.9

{40.8

=jo

8.07

*®.Bjfidobacterium bifidum LH-CAM-42 (GCA_040150955.1)

60.9

M.Bifidobacterium bifidum TF07-22 (GCA_003437175.1)
4%8.Bifidobacterium bifidum AF11-25B (GCA_003465425.1)
——®Bifidobacterium bifidum CGMCC No0.29545 (GCA_045635495.1)

87.9
[— 2.42

i 20 [Biﬁdobacterium bifidum TF05-39 (GCA_003437785.1)
' B%.ifidobacterium bifidum TMO05-15 (GCA_003466485.1)

2S.Bifidobacterium bifidum AM18-29 (GCA_003470585.1)
Bifidobacterium bifidum AM18-11 (GCA_003471555.1)
Bifidobacterium bifidum AM18-1 (GCA_003471595.1)
Bifidobacterium bifidum AM18-12AC (GCA_003470615.1)
Bifidobacterium bifidum TF06-14AC (GCA_003437325.1)
Bifidobacterium bifidum TF06-13 (GCA_003437345.1)
“"LBifidobacterium bifidum S6 (GCA_003390735.1)

49.Bifidobacterium bifidum BF3 (GCA_001281345.1)

SZZEG'OBBiﬁdobacterium bifidum DFI.7.59 (GCA_022133625.1)
!t B2gifidobacterium bifidum DFI.7.51 (GCA_022134905.2)

24.Bifidobacterium bifidum LHPOO7 (GCA_046763285.1)

Bifidobacterium bifidum D52st1 E11_D52t1 170925 (GCA_028202015.1)
Bifidobacterium bifidum LMG 13200 (GCA_001020325.1)
Bifidobacterium bifidum D53st1_A12_D53t1_180928 (GCA 028203855.1)



