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Ligilactobacillus salivarius NCK1352 (GCA_040285095.1)321
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Ligilactobacillus salivarius NCIMB8818 (GCA_002079335.1)85.1

1
75.4

Ligilactobacillus salivarius UCC118 (GCA_000008925.1)4.39

Ligilactobacillus salivarius AH43348 (GCA_002079785.1)5.61

0.88
9.54

Ligilactobacillus salivarius JCM 1045 (GCA_002079465.1)364

Ligilactobacillus salivarius CCuG47171 (GCA_002079645.1)348

0.98
10.8

1
359

Ligilactobacillus salivarius 098-2021-6 (GCA_028864315.1)2.5

Ligilactobacillus salivarius 198vzk-4 (GCA_028864445.1)2.5

0.99
22.5

Ligilactobacillus salivarius 144-2021-8 (GCA_028864385.1)326
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Ligilactobacillus salivarius FGSYC47M10 (GCA_009863715.1)90.1

0.98
21.4

0.97
9.46

Ligilactobacillus salivarius FBJSY20_2 (GCA_009863885.1)58.4

Ligilactobacillus salivarius FJLHD7M2 (GCA_009863495.1)73.6

0.58
5.14

Ligilactobacillus salivarius HENA17_3 (GCA_009869955.1)80.7

0.63
2.81

0.4
1.3

Ligilactobacillus salivarius FXJSW20M4_2 (GCA_009870215.1)53.3

Ligilactobacillus salivarius F14 (GCA_030263175.1)65.7

0.27
0.701

1
41.7

Ligilactobacillus salivarius JCM 1042 (GCA_002079505.1)3.09

0.6
0.907

Ligilactobacillus salivarius JCM 1044 (GCA_002079485.1)3.35

Ligilactobacillus salivarius CCuG2753OB (GCA_002079745.1)6.65

0.91
4.5

Ligilactobacillus salivarius NT4_8 (GCA_009865735.1)59.1

Ligilactobacillus salivarius NCIMB8816 (GCA_002079365.1)43.9

Root0

NJ tree generated by a cgMLST analysis (based on 906 loci)
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