NJ tree generated by a cgMLST analysis (based on 935 loci)

Lactobacillus crispatus C0052B1 (GCA _027156705.1)
Lactobacillus crispatus C0052B2 (GCA_027156725.1)
Lactobacillus crispatus UMB6500 (GCA_040717775.1)
Lactobacillus crispatus UMB6490 (GCA_040717795.1)
o1l Lactobacillus crispatus 197_Q2_b2 (GCA_040428725.1)
4.41 H;Lactobacillus crispatus 197_Q4_a (GCA_040428755.1)
704 actobacillus crispatus LB83 (GCA_038001985.1)
78.40 Lactobacillus crispatus C0168C2 (GCA_027154285.1)
H;Lactobacillus crispatus C0168C1 (GCA 027154295.1)

22| actobacillus crispatus S)-3C-US (GCA_000176975.2)
LLactobacillus crispatus 241_B_1 (GCA_040428735.1)

=lo

0.0357

02 %Etactobacillus crispatus CO006A3 (GCA_027152845.1)
%2 0904, actobacillus crispatus CO006A1 (GCA_027152885.1)

o
o
=)
a
N
=

2.58 .56

052 574 0904, actobacillus crispatus CO006A2 (GCA_027152825.1)

L%.| actobacillus crispatus CO006A5 (GCA 027152805.1)
55.2

Lactobacillus crispatus VSI24 (GCA_029011475.1)

Lactobacillus crispatus VMC1 (GCA_001546015.1)
Lactobacillus crispatus FDAARGOS 743 (GCA_009730275.1)
=Lactobacillus crispatus VMC5 (GCA 001541515.1)
=Lactobacillus crispatus UMB0803 (GCA_002861765.1)

%Root

250



