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2.1 Transcription-

2.2 Translation-
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3.1 Membrane transport-

3.2 Signal transduction
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4.1 Transport and catabolismA

4.2 Cell growth and death-

4.3 Cellular community - eukaryotes
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4.5 Cell motility
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5.9 Aging-

5.10 EnvironmentaladaptationA
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6.3 Infectious disease: viral-

6.4 Infectious disease: bacterial-

6.6 Immune disease-

6.7 Neurodegenerativedisease-
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