Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis CBP-3216 (GCA_035804775.1)
Bacillus subtilis CBP-3238 (GCA_035804435.1)
Bacillus subtilis SRCM103576 (GCA_004119615.1)
Bacillus subtilis ATCC 21228 (GCA_002982175.1)
Bacillus subtilis BEST195 (GCA_000209795.2)
Bacillus subtilis SCP010-1 (GCA _020773035.1)
Bacillus subtilis BNO (GCA_022701095.1)

Bacillus subtilis NB205 (GCA_023702515.1)
Bacillus subtilis MER TA 137-5 (GCA _023713435.1)
Bacillus subtilis SFA-H43 (GCA_003265645.1)
Bacillus subtilis SPC-17-3 (GCA_023650935.1)
Bacillus subtilis JNFE0126 (GCA_021497545.1)
Bacillus subtilis G25-60 (GCA_015844655.1)
Bacillus subtilis BS38 (GCA_001746575.1)
Bacillus subtilis SRCM117109 (GCA_025021505.1)
Bacillus subtilis BSGA14 (GCA_032911345.1)
Bacillus subtilis J46 (GCA_033113625.1)

Bacillus subtilis DKU_NT_02 (GCA_002269175.1)
Bacillus subtilis SRCM103697 (GCA_004119635.1)
Bacillus subtilis DY)24 (GCA_040819575.1)



