N) tree generated by a cgMLST analysis (based on 1327 loci)
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Streptococcus salivarius 27098_8 162 (GCA_041431655.1)
%2.Streptococcus salivarius SALI-10 (GCA 022936265.1)

po4] t33.streptococcus salivarius LMG 11489 (GCA 031192325.1)
E‘” Streptococcus salivarius ATCC 7073 (GCA_900143035.1)
®S.streptococcus salivarius 27098 8 119 (GCA_041431765.1)
Streptococcus salivarius 1001713st1_A2_1001713B170131_170501 (GCA_028325525.1)
Streptococcus salivarius 1001713st1_G9_1001713B170207_170306 (GCA_028325505.1)
Streptococcus salivarius 1001713st1_D3_1001713B170207_170306 (GCA_028325655.1)
Streptococcus salivarius KSS8 (GCA_046531545.1)
Astreptococcus salivarius D53st1_F1_D53t1_180928 (GCA _028325785.1)
432 [" Streptococcus salivarius E31 (GCA_020404185.1)
b Streptococcus salivarius E32 (GCA_020404345.1)
9, olif 2° Streptococcus salivarius bf_0095 (GCA_004166915.1)
33 aso! Streptococcus salivarius BIOML-A7 (GCA_009717375.1)
L Streptococcus salivarius BIOML-A10 (GCA_009717325.1)
Streptococcus salivarius OMI817 (GCA_047463075.1)
552[3-5 Streptococcus salivarius KSS2 (GCA_046531505.1)
toBs, Streptococcus salivarius KSS3 (GCA_046531395.1)
sor - -Streptococcus salivarius OMI879 (GCA_047460155.1)
! Eﬂ“ Streptococcus salivarius OMI871 (GCA_047460285.1)
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