N) tree generated by a cgMLST analysis (based on 1327 loci)
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%.Streptococcus salivarius AF24-6AC (GCA_003458505.1)

581[“*3 Streptococcus salivarius SK126 (GCA_000174715.1)
bk Streptococcus salivarius FDAARGOS_771 (GCA _013267495.1)
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*0.5treptococcus salivarius 27098_8_153 (GCA_041431785.1)
Streptococcus salivarius 11.1 (GCA_016648745.1)
Streptococcus salivarius AF13-49B (GCA_003465325.1)

tB.streptococcus salivarius ATCC 7073 (GCA_900143035.1)
Streptococcus salivarius LMG 11489 (GCA_031192325.1)
Streptococcus salivarius NCTC8618 (GCA_900636435.1)
Streptococcus salivarius CIP102503T (GCA_965136015.1)
=Streptococcus salivarius JF (GCA_001543085.1)
=Streptococcus salivarius NCTC 8618 (GCA_000785515.1)
0 Streptococcus salivarius bf_0095 (GCA_004166915.1)
Streptococcus salivarius BIOML-A7 (GCA_009717375.1)
107 —=Streptococcus salivarius BIOML-A10 (GCA_009717325.1)

Streptococcus salivarius SALI-10 (GCA_022936265.1)
Streptococcus salivarius CDWN00916 (GCA_035591855.1)
8%.Streptococcus salivarius ATCC 27945 (GCA_002094955.1)
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478 EU'S Streptococcus salivarius 1001713st1l_G9 1001713B170207_170306 (GCA_028325505.1)
tobs Streptococcus salivarius 1001713st1_A2_1001713B170131_170501 (GCA_028325525.1)



