N) tree generated by a cgMLST analysis (based on 1327 loci)

6.89
0.85

D—'LO

22.7

11.6
£y
0.95

[

397

392

Streptococcus salivarius 20925 1 11 (GCA_041431895.1)
Streptococcus salivarius FDAARGOS_259 (GCA _002073835.2)
Streptococcus salivarius BIOML-A36 (GCA_009716755.1)
8%.Streptococcus salivarius OMI880 (GCA_047460085.1)
Streptococcus salivarius BIOML-A5 (GCA_009717425.1)
Streptococcus salivarius BIOML-A4 (GCA_009717435.1)
Streptococcus salivarius BIOML-A3 (GCA 009717475.1)

, S-Streptococcus salivarius bf 0095 (GCA 004166915.1)
s11 *°C-Streptococcus salivarius BIOML-A7 (GCA_009717375.1)
' Streptococcus salivarius BIOML-A10 (GCA_009717325.1)

®le.Streptococcus salivarius MSK.15.125 (GCA_020538165.1)
*®.Streptococcus salivarius - (GCA_902652475.1)

2.04

Streptococcus salivarius BIOML-A29 (GCA_009716995.1)
Streptococcus salivarius BIOML-A25 (GCA_009717055.1)
Streptococcus salivarius BIOML-A22 (GCA_009717115.1)

Streptococcus salivarius BIOML-A21 (GCA_009717105.1)

Streptococcus salivarius BIOML-A24 (GCA_009717045.1)
2l Streptococcus salivarius NU10 (GCA_000714445.1)

Hl'—::Streptococcus salivarius YU10 (GCA _000714455.1)

%Root

250

223

Streptococcus salivarius MCC747 (GCA_018783545.1)



