NJ tree generated by a cgMLST analysis (based on 942 loci)
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20558, actiplantibacillus plantarum SKT109 (GCA_004025165.1)
Lactiplantibacillus plantarum XZ3303 (GCA_004123095.1)
Lactiplantibacillus plantarum NMGL2 (GCA_044590115.1)
Lactiplantibacillus plantarum CGMCC12436 (GCA_003344845.1)
Lactiplantibacillus plantarum LP-F1 (GCA_023207995.1)

=Lactiplantibacillus plantarum KA9MA (GCA_039414055.1)
9. actiplantibacillus plantarum KCKM 0594 (GCA_031461015.1)

2%.| actiplantibacillus plantarum 1001287st2_C3_1001287B_170213 (GCA_039838505.1)
20192, actiplantibacillus plantarum M17 (GCA_018588615.2)
Lactiplantibacillus plantarum M8 (GCA 018588665.2)

“Lactiplantibacillus plantarum Nizo1837 (GCA_001651845.1)
Lactiplantibacillus plantarum LpRas (GCA_009889775.1)
Lactiplantibacillus plantarum Do4_IM (GCA_041679785.1)
Lactiplantibacillus plantarum Nizo2260 (GCA_001639565.1)
=Lactiplantibacillus plantarum LS 4-4 (GCA_039938975.1)
Lactiplantibacillus plantarum HH-LP56 (GCA_027854125.1)
Lactiplantibacillus plantarum CMTB-TF1 (GCA_040745055.1)

2992, actiplantibacillus plantarum ZW5 (GCA_020881935.1)

0.00781

0.24 %Lactiplantibacillus plantarum GBCC-GR003 (GCA_036330065.1)
016 0992 5ctiplantibacillus plantarum MA2 (GCA_029854235.1)




