N) tree generated by a cgMLST analysis (based on 1548 loci)

¥.Lactobacillus acidophilus L177 (GCA_041897505.1)
Lactobacillus acidophilus GLA09 (GCA_046581355.1)
Lactobacillus acidophilus CIRM-BIA 444 (GCA_025194645.1)
Lactobacillus acidophilus CIRM-BIA 447 (GCA_025194845.1)
20, actobacillus acidophilus YT1 (GCA_003952845.1)
2481 actobacillus acidophilus CIRM-BIA 439 (GCA_025194865.1)
32, 88, actobacillus acidophilus DSM 9126 (GCA_000469745.1)
Lactobacillus acidophilus BCRC 17008 (GCA_017009595.1)
“Lactobacillus acidophilus WG-LB-IV (GCA_001639165.1)
Lactobacillus acidophilus FSI4 (GCA_000934625.1)
Lactobacillus acidophilus DS20_1 (GCA_003061885.1)
Lactobacillus acidophilus CIRM-BIA 442 (GCA_000442865.1)
Lactobacillus acidophilus ATCC 53544 (GCA_002224305.1)
Lactobacillus acidophilus LA1 (GCA_002286215.1)
Lactobacillus acidophilus P2 (GCA_002406675.1)
Lactobacillus acidophilus BAO5 (GCA_002914945.1)
Lactobacillus acidophilus DS24_1 (GCA_003053135.1)
Lactobacillus acidophilus La-14 (GCA_000389675.2)
200049, actobacillus acidophilus DS10_1A (GCA_003053245.1)
Lactobacillus acidophilus DS13_1B (GCA_003061905.1)

0.87

%Root

250



